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CRFO1_AE. TH. TH047
CRFO3_AB. RU. KAL15
AE. TH. PAT- SC31. TH
CRF02_AG FR DJ263
CRF02_AG FR DJ264
CRF02_AG. NG | BNG
CRF04_cpx. CY. 94CY0
CRF04_cpx. GR 97PVC
CRF04 _cpx. GR. 97PVM
CPZ. CD. CPZANT
CPZ. GA. CPZGAB
CPZ. US. CPZUS

HIV-1/SIVcpz

Amino Acids
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